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Canavalia              1 MKLSPREVEKLGLHNAGYLAQKRLARGVRLNYTEAVALIASQIMEYARDGEKTVAQLMCL
Glycine                1 MKLSPREIEKLDLHNAGYLAQKRLARGLRLNYVETVALIATQILEFVRDGEKTVAQLMCI
Solanum                1 MKLAPREIEKLMLHNAGYLAQKRLARAQLLNYTEAVALIATQVLEFVRDGDKSVAELMDI
Arabidopsis            1 MKLLPREIEKLELHQAGFLAQKRLARGIRLNYTEAVALIATQILEFIRDGDKSVAELMDI
Schizosaccharomyces    1 MQ--PRELHKLTLHQLGSLAQKRLCRGVKLNKLEATSLIASQIQEYVRDGNHSVADLMSL
Coccidioides           1 MQLVPREIDKLTISNLGFLAQRRLARGVRLNHAEAPALIGIQSPRLIRDGNNSVADLMTI
Cryptococcus           1 MHLLPRETDKLILTTLGTLAQRRLARGLILNRAETIALISSQLQEFVRDGRHSVAELMDL
Actinomyces            1 MHLTPREQEKLLIVVAADLARRRKDRGIRLNHPEAVAYITAEILEGAREG-RTVTDLMAY
Corynebacterium        1 MHITPREQEKLMIVVAADLARRRKDRGLKLNHPEAVALITYELIEGARDG-RTVADLMSW
Mycobacterium          1 MRLTPHEQERLLLSYAAELARRRRARGLRLNHPEAIAVIADHILEGARDG-RTVAELMAS
Streptomyces           1 MQLTPHEQERLLIHVAADVAEKRRARGVKLNHPEVVALITAHILEGARDG-RSVGELMSS
Synechococcus          1 MHLSPQEKDKLLIVTAALLAERRLNRGLKLNHPEAVAWLSFLVLEGARDG-KSVAELMQE
Prochlorococcus        1 MHLSPQEKDKLLIFSAAQLAERRLNRGLKLNYPETVAFLSFQVLEGARDG-KSVSQLMSE
Synechocystis          1 MQLSPQEKDKLLIFTASLVAERRKARGLKLNYPEAVAYISAAILEGARDG-RTVAELMNY
Rhodobacter1           1 MNLSPREKEKLLVSLAAMVARNRLARGVKLNHPEAIAIISDFVVEGAREG-RSVADLMEA
Rhodobacter2           1 MNLTPREKDKLLISLAAIVARGRLERGVKLNHPEAVALISDFVVEGAREG-RSVADLMQA
Sinorhizobium          1 MNLTPREKDKLLISMAAMVARRRLERGVKLNHPEAIALITDFVVEGARDG-RSVAELMEA
Proteus1               1 MELTPREKDKLLLFTAGLVAERRLAKGLKLNYPESVALISCAIMEGAREG-KTVAQLMSE
Proteus2               1 MELTPREKDKLLLFTAGLVAERRLAKGLKLNYPERVALISCAIMEGAREG-KTVAQLMSE
Vibrio                 1 VELTPREKDKLLLFTAGLVAERRRARGLKLNYPEAIALISCEIMEGARDG-RTVAELMSY
Klebsiella             1 MELTPREKDKLLLFTAALVAERRLARGLKLNYPESVALISAFIMEGARDG-KSVASLMEE
Escherichia            1 MELTPREKDKLLLFTAALLAERRLARGLKLNYPESVALISAFIMEGARDG-KSVAALMEE
Alcaligenes            1 MELTPREKDKLLIFTAALLAERRKARGLKLNYPEAVALITAAIMEGARDG-RTVAELMHE
Pseudomonas            1 MDLSPREKDKLLIFTAGLLAERRLARGLKLNYPEAVALISAALLEGARDG-RSVAELMHY
Bordetella             1 MELTPREKDKLLIFTAALLAERRRARGLKLNYPETVALITAALMEGARDG-KTVAELMSE
Deinococcus            1 MQLTERERDKLLIFTAAQLARERRARGLKLNHPEAVALITAEVLEGIRDG-RRVEDLMSF
Yersinia1              1 MQLTPREVEKLMIYTLSDVAFKRKARGLKLNYPEAVSIITVTAMEGARDG-KSVEDVMKE
Yersinia3              1 MQLTPREVEKLMIYTLSDVAFKRKARGLKLNYPEAVSIITVTAMEGARDG-KSVEDVMKE
Yersinia2              1 MQLTPREVEKLMIYTLSDVAFKRKARGLKLNYPEAVSIITETAMEGARDG-KSVEDVMKE
Actinobacillus         1 MHLTSREQEKLMLFLAGELAAKRKARGVKLNYPEAIAYIASHLQEAARDG-MSVAEVMQY
Haemophilus            1 MHLTSREQEKLMLFLAGELAAKRKARGVKLNYPETIAYIASHLQEAAREG-MSVAEVMQY
Bacillus1              1 MKLTPVEQEKLLIFAAGELAKQRKARGVLLNYPEAAAYITCFIMEGARDG-KGVAELMEA
Bacillus2              1 VRLSPVEKEKLFLFMAGELAKQRMDRGLKLNYPEAVAILSCYVLEGAREG-KSVSELMKD
Bacillus3              1 MHLNPAEKEKLQIFLASELLLRRKARGLKLNYPEAVAIITSFIMEGARDG-KTVAMLMEE
Helicobacter2          1 MKLTPKELDKLMLHYAGRLAEEALARGVKLNYTEAVALISGRVMEKARDGNKSVADLMQE
Heliobacter            1 MKLTPKELDKLMLHYAGELAKQRKAKGIKLNYTEAVALISAHVMEEARAGKKSVADLMQE
Helicobacter1          1 MKLTPKELDKLMLHYAGELAKKRKEKGIKLNYVEAVALISAHIMEEARAGKKTAAELMQE
Thermophilic           1 MKLTSREMEKLMIVVAADLARRRKERGLKLNYPEAVAMITYEVLEGARDG-KTVAQLMQY
Streptococcus          1 MQLTMREQKKMMISLAAMIAQRRKDKGIKLNHPEAVALITDYVLEGAREG-KTVAQLMDE
Lactobacillus          1 MRLTKREQEKMMISLAGMIAEKRKDRGLKLNQPEAVALITSRLLEGARDG-KTVGELMNE
Clostridium            1 MYLTTKEKEKLMISVVAEIARKRQARGLKLNYPEAVAIITDAILEGARDG-KLVKDLMSY
Ureaplasma             1 MNLSLREIQKLLVTVAADVARRRLARGLKLNYSERVALITDHVVEGARDG-KLVADLMQS
Staphylococcus         1 VHFTQREQDKLMLVIAADLARRRQQRGLKLNYPEAVAIISFELLEGARDG-KTVAELMSY
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Canavalia             61 GQHLLGRRQVLPAVPHLLNAVQVEATFPDGTKLVTVHDPISRENGELQEALFGSLLPVPS
Glycine               61 GRELLGRKQVLPAVPHLVESVQVEATFRDGTKLVTIHDLFACENGNLELALFGSFLPVPS
Solanum               61 GRQLLGRRQVLPTVPHLLDCVQVEGTFPDGTKLITIHDPIACENGNLDLALHGSFLPVPP
Arabidopsis           61 GRQLLG-RQVLPAVLHLLYTVQVEGTFRDGTKLVTVHEPISLENGNLELALHGSFLPVPS
Schizosaccharomyces   59 GKDMLGKRHVQPNVVHLLHEIMIEATFPDGTYLITIHDPICTTDGNLEHALYGSFLPTPS
Coccidioides          61 GKEMLGRRHVLPSVVATLKQVQVEGTFPTGTNLITVVNPVCSDDGDLEKALYGSFLPVPP
Cryptococcus          61 GKKMLGRRHVRKGVPESIHTIQVEGTFPDGVFLVTVDDPISSDDGDLNNAFYGSFLPIPS
Actinomyces           60 GTTLLTYDDVMEGVPEMIRAVQVEATFPDGTKLVSVHDPIRRRLP---------------
Corynebacterium       60 GSTILTRDDVLEGIPEMIPDIQVEATFDDGTKLVTVHNPIR-------------------
Mycobacterium         60 GREVLGRDDVMEGVPEMLAEVQVEATFPDGTKLVTVHQPIA-------------------
Streptomyces          60 GRKLIQRDEVMEGIPEMIHDVQVEATFPDGTKLVTVHEPII-------------------
Synechococcus         60 GTTWLSRNQVMDGIPELVQEVQIEAVFPDGTKLVTLHDPIRMAP----------------
Prochlorococcus       60 GTTWLSKKQVMDGISEMVDEVQVEAVFPDGTKLVTIHNPINMEY----------------
Synechocystis         60 GATLLSRDEVMEGVPEMLPEVQVEATFPDGTKLVTVHEPIRMAT----------------
Rhodobacter1          60 GAQVITRDQCMEGIAEMIHSIQVEATFPDGTKLVTVHHPIR-------------------
Rhodobacter2          60 GAHVVRAENCMEGVPEMLHSVQVEATFPDGTKLVTVHHPIR-------------------
Sinorhizobium         60 GAHVLTRDQVMEGIAEMIHDIQVEATFPDGTKLVTVHEPIR-------------------
Proteus1              60 GRAVLTAEQVMEGIPEMIKDIQVECTFPDGTKLVSIHDPIV-------------------
Proteus2              60 GRTVLTAEQVMEGVPEMIKDVQVECTFPDGTKLVSIHSPIV-------------------
Vibrio                60 GRTILTAEDVMEGVPEMITDIQVECTFPDGTKLVSIHDPIV-------------------
Klebsiella            60 GRHVLTREQVMEGVPEMIPDIQVEATFPDGSKLVTVHNPII-------------------
Escherichia           60 GRHVLSREQVMEGIPEMIPDIQVEATFPDGSKLVTVHNPII-------------------
Alcaligenes           60 GTTVLGREDVMDGVAEMIPEIQVEATFPDGTKLVTVHHPIV-------------------
Pseudomonas           60 GTTLLNREQVMEGVPEMIPDIQVEATFPDGTKLVTVHQPIA-------------------
Bordetella            60 GTRILGRDEVMEGVPEMISNIQVEVTFPDGTKLITVHNPVV-------------------
Deinococcus           60 GAAILTPDDVLDGVPELIHEIQVEGTFPDGTKLVTVHDPIRGAAS---------------
Yersinia1             60 ASKVLTKDDVMDGVADLIPNVQVEAIFTDGSRLVTVHDPI--------------------
Yersinia3             60 ASKVLTKDDVMDGVADLIPNVQVEAIFTDGSRLVTVHDPI--------------------
Yersinia2             60 ASKVLTKDDVMDGVADLIPNVQVEAIFTDGSRLVTVHDPI--------------------
Actinobacillus        60 GATLLTVDDVMGGIAEMVHEVQIEATFPDGTKLVTVHNPI--------------------
Haemophilus           60 GATLLTVDDVMEGVAEMVHEVQIEATFPDGTKLVTVHNPI--------------------
Bacillus1             60 GRHVLTEKDVMEGVPEMLDSIQVEATFPDGVKLVTVHQPISAEVK---------------
Bacillus2             60 GKHVLSTEDVMEGVPEMLEEIQVEATFPDGVKLVTIHEPI--------------------
Bacillus3             60 GKHVLTRDDVMEGVPEMIDDIQAEATFPDGTKLVTVHNPISVSNNN--------------
Helicobacter2         61 GRTWLKKENVMDGVASMIHEVGIEANFPDGTKLVTIHTPVEDNG----------------
Heliobacter           61 GRTLLKADDVMPGVAHMIHEVGIEAGFPDGTKLVTIHTPVEAGSD---------------
Helicobacter1         61 GRTLLKPDDVMDGVASMIHEVGIEAMFPDGTKLVTVHTPIEANG----------------
Thermophilic          60 GATILTKEDVMEGVAEMIPDIQIEATFPDGTKLVTVHDPIR-------------------
Streptococcus         60 ARNLLTREDVMEGIAEMIPMIQVEATFTDSTKLVTVHDPIQ-------------------
Lactobacillus         60 GATWLTKDDVMEGIPEMIPMIQVEATFPDGTKLITVTDPIR-------------------
Clostridium           60 GRTILKREDVMEGVPEMIEMVQVEATFLDGTKLVTVHNPIQ-------------------
Ureaplasma            60 AREVLRVDQVMEGVDTMVGIIQVEVTFPDGTKLVSVHDPIYKSGSSNQ---FTPG-----
Staphylococcus        60 GKQILGEDDVMEGVADMLTEMEIEATFPDGTKLITVHHPIV-------------------
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Canavalia            121 LDKFAETKED----NRIPGEILCEDE--------------------------------C-
Glycine              121 LDKFTENEED----HRTPGEIICRSE--------------------------------N-
Solanum              121 QEKFP-VIED----SKIPGQMCFGGG--------------------------------L-
Arabidopsis          120 LDKFPEVHEG----VIIPGDMKYGDG--------------------------------S-
Schizosaccharomyces  119 QELFPLEEEKLYAPENSPGFVEVLEG----------------------------------
Coccidioides         121 KETFPDPDPDDYQPEKMPGAVIPLKT--------------------------------SK
Cryptococcus         121 ADVFPAAPEP---ADTLLGALICRKE--------------------------------T-
Actinomyces          105 ---------------MIPGEYRLAS----------------------------------G
Corynebacterium      101 ---------------MIPGEYILSS----------------------------------E
Mycobacterium        101 ---------------MIPGEIFYGS----------------------------------G
Streptomyces         101 ---------------VIPGEILFAD----------------------------------E
Synechococcus        104 ---------------FIPGELLPEP----------------------------------G
Prochlorococcus      104 ---------------LIPGEIITED----------------------------------G
Synechocystis        104 ---------------MIPGEIITPE----------------------------------G
Rhodobacter1         101 ---------------MIPGEIFPAE----------------------------------G
Rhodobacter2         101 ---------------MIPGELFPAE----------------------------------G
Sinorhizobium        101 ---------------MIPGEIIAAA----------------------------------G
Proteus1             101 ---------------MIPGEIRVNQA--------------------------------LG
Proteus2             101 ---------------MIPGEIRVNAA--------------------------------LG
Vibrio               101 ---------------MIPGEIRVNHE--------------------------------LG
Klebsiella           101 ---------------MIPGEYHVKP----------------------------------G
Escherichia          101 ---------------MIPGEYKVKP----------------------------------G
Alcaligenes          101 ---------------MIPGELMPAD----------------------------------G
Pseudomonas          101 ---------------MIPGEYDIQP----------------------------------G
Bordetella           101 ---------------MIPGEILTEP----------------------------------G
Deinococcus          105 --------------RRVAGEYLLEG----------------------------------G
Yersinia1            100 --------------KMSAKKS-----------------TKDSK---EQNTPLGGLVLAET
Yersinia3            100 --------------KMSAKKS-----------------TKDSK---EQNTPLGGLVLAET
Yersinia2            100 --------------KMSTKTNSTKATSEKTDSLKTNRGTKSSAGYSDQNIPLGGCILADT
Actinobacillus       100 --------------RMIPGEY--------------------------Q--------LADG
Haemophilus          100 --------------RMIPGEY--------------------------Q--------LAEG
Bacillus1            105 --------------SMKPGAFQI----------------------------------AEG
Bacillus2            100 --------------QMIPGEVIP----------------------------------ANG
Bacillus3            106 --------------YIVPGEYRV----------------------------------AEG
Helicobacter2        105 --------------KLAPGEVFLKN----------------------------------E
Heliobacter          106 --------------KLAPGEVILKN----------------------------------E
Helicobacter1        105 --------------KLVPGELFLKN----------------------------------E
Thermophilic         101 ---------------MIPGEYVLKK----------------------------------E
Streptococcus        101 ---------------MIPGEYHVAS----------------------------------E
Lactobacillus        101 ---------------MVPGEYKLQP----------------------------------D
Clostridium          101 ---------------MIPGEFKFGQ----------------------------------G
Ureaplasma           112 --------------KLVPGAINFAE----------------------------------G
Staphylococcus       101 ---------------MKPGEIIVKR----------------------------------T
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Canavalia            144 -LTLNIGR-KAVILKVTSKGDRPIQVGSHYHFIEVN-PYLTFD--------RRKAYGMRL
Glycine              144 -LILNPRR-NAIILRVVNKGDRPIQVGSHYHFIEVN-PYLTFD--------RRKAYGMRL
Solanum              143 -IVLNPQR-KAVILKVTNTGDRPIQVGSHYHFIEVN-PSLIFD--------RMKALGMRL
Arabidopsis          143 -IIINHGR-KAVVLKVVNTGDRPVQVGSHYHFIEVN-PLLVFD--------RRKALGMRL
Schizosaccharomyces  145 EIELLPNL-PRTPIEVRNMGDRPIQVGSHYHFIETN-EKLCFD--------RSKAYGKRL
Coccidioides         149 KIELNAGR-NRIMLKVTSRGDRPIQVGSHYHFIEVN-PQLDFD--------RAKAYGYRL
Cryptococcus         145 -VKINASR-RRFRLEVKNAGDRPVQVGSHYHFLETN-PALIFD--------RLLSYGYHL
Actinomyces          116 TITINEGR-PTLTLDVLNTGDRPIQVGSHFHFAEVN-SALSFD--------RQAARGFRL
Corynebacterium      112 SLTGNVGR-EAKTIEIINTGDRPVQIGSHFHFAEVN-PSISFD--------RSEGYGFRL
Mycobacterium        112 DIEMNAAALSRLQMRIINAGDRPVQVGSHVHLPQAN-RALSFD--------RATAHGYRL
Streptomyces         112 PVAFNEGR-EAVRLTVLNTADRPVQVGSHYHFAEAN-PGLEFD--------RAAAHGRRL
Synechococcus        115 EIELNAGR-PVTSLHVANSGDRPVQVGSHFHFAEAN-AALQFD--------RTAARGQRL
Prochlorococcus      115 DIELNSGK-NAKTLTVSNTGDRPIQVGSHYHFFETN-KALIFT--------REITLGMRL
Synechocystis        115 DIELNVGR-STCTINVANTGDRPIQVGSHYHFYEVN-AALQFD--------RDLAKGMRL
Rhodobacter1         112 DIELNAGA-ATITLMVANTGDRPVQVGSHYHFAETN-PGLVFD--------RTAARGYRL
Rhodobacter2         112 EILLNAER-AQITLVVSNAGDRPVQVGSHYHFAETN-PALEFD--------REAARGMRL
Sinorhizobium        112 EIELNAGL-ETVSIEVANSGDRPVQVGSHYHFAETN-PGLIFD--------RDAARGKRL
Proteus1             114 DIELNAGR-ETKIIQVANHGDRPVQVGSHYHVYEVN-EALKFE--------REETLGFRL
Proteus2             114 DIELNAGR-ETKTIQVANHGDRPVQVGSHYHFYEVN-EALRFA--------RKETLGFRL
Vibrio               114 DIVLNEGR-RTKTLRVSNLGDRPIQVGSHYHFFEVN-KFLDFD--------RDEALGFRL
Klebsiella           112 QIALNTGR-ATCRVVVENHGDRPIQVGSHYHFAEVN-PALKFD--------RQQAAGYRL
Escherichia          112 YIELNIGR-ATCSIIVENHGDRPIQVGSHYHFAEVN-PALKFD--------RQKARGYRL
Alcaligenes          112 EIELNAGR-ATVSVTVANTGDRPIQVGSHFHFYETN-AALAFD--------RETARGFRL
Pseudomonas          112 DIELNAGR-RTLALSVANTGDRPIQVGSHYHFFEVN-DALAFD--------RPATRGMRL
Bordetella           112 QIELNVGR-PTLTIAVVNEGDRPIQVGSHYHFAEAN-NALVFD--------RELATGYRL
Deinococcus          117 EIELNAGR-PVTTLTVANTADRPVQVGSHFHFFEVN-AGLRFD--------RAAAYGFRL
Yersinia1            126 PITFNENK-PVTKVKVRNTGDRPIQVGSHFHFFEVN-RALEFD--------RAAAYGKRL
Yersinia3            126 PITFNENK-PVTKVKVRNTGDRPIQVGSHFHFFEVN-RALEFD--------RAAAYGKRL
Yersinia2            146 PITFNENK-PVTKVKVRNTGDRPIQVGSHFHFFEAN-RALEFD--------RAAAYGKRL
Actinobacillus       112 DVQANVGR-KTVKLEVVNSGDRPIQVGSHYHFFETN-HALKFD--------RLQARGMRL
Haemophilus          112 DILANVGR-KTVKIEVTNSGDRPIQVGSHYHFFETN-NALKFD--------RTLARGMRL
Bacillus1            117 TITINEGR-EIREVTVKNTGSRSIQVGSHFHFAEAN-GALLFD--------RELAIGMRL
Bacillus2            112 EVVLNKGR-RMVKVLVAHTGDRPIQVGSHFHFAEVN-RSLHFD--------RQEAFGMRL
Bacillus3            118 EIEINAGR-EKTTIRVSNTGDRPIQVGSHIHFVEVN-KELLFD--------RAEGIGRRL
Helicobacter2        117 DITINAGK-EAISLKVKNKGDRPVQVGSHFHFFEVN-KLLDFD--------RAKSFCKRL
Heliobacter          118 DITLNAGK-HAVQLKVKNKGDRPVQVGSHFHFFEVN-KLLDFD--------REKAYGKRL
Helicobacter1        117 DITINEGK-KAVSVKVKNVGDRPVQIGSHFHFFEVN-RCLDFD--------REKTFGKRL
Thermophilic         112 PILCNQNK-QTIKIRVLNRGDRPVQVGSHFHFFEVN-QSLQFH--------REKAFGMRL
Streptococcus        112 PIDYNGGY-EAISLEVKNVGDRAAQVGSHYHFYEANESGLQFD--------REKARGKRL
Lactobacillus        112 KVPYNVGY-DDISLKVKNVGDRPVQVGSEYHFYEANEQGLQFD--------RSQAWGKHL
Clostridium          112 KILCNADK-KAITIEVKNTGDRAVQVGSHYHFYEVN-SALDFD--------RKLAWGKKL
Ureaplasma           124 ENVMNEGR-EAKVISIKNTGDRPIQVGSHLHLFETNSALVFFDEKGNEDKERKVAYGRRF
Staphylococcus       112 EIEVNRGH-NATILDVKNTGDRPIQVGSHYHFFEAN-PALQFE--------REKAYGKRL
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Canavalia              1 NIAAGTAVRFEPGDCKSV-TLVSIEGNKVIRGGNAIA-DGPVN----ETNLEAAMHAVRS
Glycine                1 NIAAGNATRFEPGECKSV-VLVSIGGNKVIRGGNNIA-DGPVN----DSNCRAAMKAVVT
Solanum                1 NIPAGAATRFEPGETRSV-VLIGISGKKVIRGGNAIA-DCPVD----DAKVMTLMGALSE
Arabidopsis            1 NIPAGTAVRFEPGERKSV-VLVNIGGNKVIRGGNGIV-DGLVD----DVNWTVLMETMER
Schizosaccharomyces    1 DIPSGTAIRFEPGVMKIV-NLIPIGGAKLIQGGNSLS-KGVFD----DSRTREIVDNLMK
Coccidioides           1 DIPAGTSIRFEPVATQPI-PLVEIGGQENQSRGQPTSPSAKWI----SEEFDEIIMRLQK
Cryptococcus           1 DIPAGTAVRFEPGEKKTV-TMVEFGGKKIFHGGSGLGNGSFDE----NLRETKVKEMVEK
Actinomyces            1 DIPAGTAVRFEPGDSRPV-HLVALAGARRVFGLA-----------------GETNGPVQ-
Corynebacterium        1 DIPSGTAVRLEPGDARTV-NLVAIGGDRIVAGFR-----------------DLVDGPLET
Mycobacterium          1 DIPAATAVRFEPGIPQIV-GLVPLGGRREVPGLT-----------------LNPPGRLD-
Streptomyces           1 DIAAGTAVRFEPGIPVDV-RLIPLAGARVVVGLR-----------------GATGGALD-
Synechococcus          1 DIPAGTAIRFEPGDSRDV-NLIPFAGDRRVIGFN-----------------GQINGPLDA
Prochlorococcus        1 DIPAGTAIRFEPGDTTEV-KLIPYSGYRNAFGFN-----------------ALINGPLDS
Synechocystis          1 DIPAGTAVRFEPGDEKNV-NLVAYAGSREIYGFN-----------------GLVNGPLE-
Rhodobacter1           1 DIAAGTAVRFEPGQSREV-QLVPLSGARRVFGFN-----------------AKVMG----
Rhodobacter2           1 DIPAGTAVRFEPGQTREV-RLVSYAGSREVYGFNGRD----HG----QAVAASTTGDRHA
Sinorhizobium          1 DIPAGTAVRFEPGQTRQV-TLIPLSGKREVFGFR-----------------QQVMG----
Proteus1               1 NIPAGMAVRFEPGQCRTV-ELVAFDGKREIYGFH-----------------GKVMGKLES
Proteus2               1 NIPAGMAVRFEPGQSRTVDELVAFAGKREIYGFH-----------------GKVMGKLES
Vibrio                 1 NIPAGMAVRFEPGQRRTV-ELVTFAGKQEVYGFQ-----------------GAIMGKLQ-
Klebsiella             1 NIPAGTAVRFEPGQKREV-ELVAFAGHRAVFGFR-----------------GEVMGPLEV
Escherichia            1 NIAAGTAVRFEPGQKREV-ELVALSGARIVHGFR-----------------GDIMGELEA
Alcaligenes            1 NIAAGTAVRFEPGQTRTV-ELVALDGDRIVYGFN-----------------GKIMGALMA
Pseudomonas            1 NIAAGTAVRFEPGQSREV-ELVEIGGGRRVYGFA-----------------GRVMGDLM-
Bordetella             1 NIPAGNAVRFEPGMRRTV-ELVAVGGERRIFGFQ-----------------GKVMGALKM
Deinococcus            1 NIPAGTAVRFEPGEEREV-DLVPLGGSRTVYGMN-----------------ALVNGDLDA
Yersinia1              1 NISSTTAIRFEPGDETEV-PLIPFGGKQTLYGFNNLVDGWTGEGVVPNSERPDKLAAIRL
Yersinia3              1 NISSTTAIRFEPGDETEV-PLIPFGGKQTLYGFNNLVDGWTGEGVVPNSERPDKLAAIRL
Yersinia2              1 NISSTTAIRFEPGDETEV-PLIPFGGKQTLYGFNNLVDGWTGEGVVPNSERPDKLEAIRR
Actinobacillus         1 NVPSGNAVRFEPGEAKEV-ELVEFGGNKVIYGFHNEIDG--------------KLMALT-
Haemophilus            1 NVPSGNAVRFEPGEVKSV-ELVAFGGNQIIYGFHNQIDG--------------KLMALT-
Bacillus1              1 DVPSGTSVRFEPGEQKTV-SLVEIRGRKTIRGLNGMADTFIDE--------RGKEKTLAN
Bacillus2              1 NIAAGTAVRFEPGEEKEV-DLVEIGGKRQIYGLNGWTDGAIDD--------ENLPSFLAS
Bacillus3              1 NIPSGTAARFEPGEEMEV-ELTELGGNREVFGISDLTNGSVD----------NKELILQR
Helicobacter2          1 DIASGTAVRFEPGEEKSV-ELIDIGGNKRIYGFNSLVDRQADA--------DGKKLGLKR
Heliobacter            1 DIASGTAVRFEPGEEKTV-ELIDIGGNKRIYGFNALVDRQADH--------DGKKLALKR
Helicobacter1          1 DIASGTAVRFEPGEEKSV-ELIDIGGNRRIFGFNALVDRQADN--------ESKKIALHR
Thermophilic           1 NIPAGTAVRFEPGDAKEV-EIIPFSGERKVYGLNNVTNGSVEM--------GKRKMSFS-
Streptococcus          1 DIPAGTAIRFEPGETKTV-QLIDFGGKRRIFGFNN-----------------KVNGFLD-
Lactobacillus          1 DIPAGTAIRLEAGEERTV-KLIDFGGKRRVFGFNN-----------------KVNGWLDV
Clostridium            1 DIPSGAGVRFEPGDVKKV-NLVDFTGERRIFGFHD-----------------EVNGYLD-
Ureaplasma             1 DILS-TAIRFEPGDKKEV-SVIDLVGTRWSLRCK----------------------RLS-
Staphylococcus         1 DIPAGAAVRFEPGDEKEV-QLVEYSGKRRIFGFHG-----------------EVNGPIDE
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Canavalia             55 KGFGHEEEKDASEGFT----------------------------KEDPNCPFNTFIHRKE
Glycine               55 RGFGHVEEENAREGVT----------------------------GEDYS--LTTVISREE
Solanum               55 GGFGHLEEPNPREGVV----------------------------GEESC--FSFSMTHEE
Arabidopsis           55 RGFKHLEDIDASEGIA----------------------------GEDPR--FTTMISREK
Schizosaccharomyces   55 QGFMHQPESPLN---------------------------------MPLQSARPFVVPRKL
Coccidioides          56 AGFAYTPE-PK----------------------------------QDAHLIEPFSMTREA
Cryptococcus          56 VGFGHKEQ--E-----------------------------------KIEEGPVTEMNREV
Actinomyces           42 ------------------------------------------------G--MSKELSRRE
Corynebacterium       43 QVNVWRTEDDGVVLSCCDVHKIATVEAAERARKLDDATDANTNVGTEEGRNMSFEISRKQ
Mycobacterium         42 ---------------------------------------------------RMARLSRER
Streptomyces          42 ---------------------------------------------------AMPELSRTA
Synechococcus         43 ---------------------------------------------------MPYRISRQA
Prochlorococcus       43 ---------------------------------------------------MSYKINRKT
Synechocystis         42 ---------------------------------------------------MSYRMDRHS
Rhodobacter1          39 -------------------------------------------------ELMPRLISRAT
Rhodobacter2          52 ASPCPSPASMALYCRPASWSRRR-------------------------RRSMPASISRST
Sinorhizobium         39 -------------------------------------------------KLMSYRMSRAA
Proteus1              43 -------------------------------------------------ENKMKTISRQA
Proteus2              44 -------------------------------------------------EKKMKTISRQA
Vibrio                42 -------------------------------------------------DRSMSKISRQA
Klebsiella            43 N------------------------------------------------DEMS-NISRQA
Escherichia           43 N------------------------------------------------DEMMSNISRQA
Alcaligenes           43 ------------------------------------------------------KISRQA
Pseudomonas           42 ------------------------------------------------------KISRQA
Bordetella            43 -----------------------------------------------------TRISRSA
Deinococcus           43 PGTREAALEGARAAG---------------------------------FGGAQVKVSRQQ
Yersinia1             60 AAERGFKS------------------------------------------S-KPQISRQE
Yersinia3             60 AAERGFKS------------------------------------------SKMPQISRQE
Yersinia2             60 AAERGFKS------------------------------------------SKMPQISRQE
Actinobacillus        45 --------------------------------------------------I-----PRSQ
Haemophilus           45 --------------------------------------------------I-----SRAQ
Bacillus1             52 LKQAGWMEG-----------------------------------------VIRMKMSREE
Bacillus2             52 YQVSEDKED-----------------------------------------EEKVKLTRAQ
Bacillus3             50 AKELGYKG-------------------------------------------VEVKINRQQ
Helicobacter2         52 AKEKGFGSVNCGCEATK--------------------------------DKQMKKISRKE
Heliobacter           52 AKEKHFGTINCGCDN------------------------------------KMKKISRKE
Helicobacter1         52 AKERGFHGAKSDDNYVKT-------------------------------IKEMKKISRKE
Thermophilic          51 -------------------------------------------------------MSRKQ
Streptococcus         42 ---------------------------------------------------MSFKMDREE
Lactobacillus         43 DKKADTYNGYPLEKSYPEE-------------------------------KMSFDMDHEQ
Clostridium           42 ---------------------------------------------------MSFEISREQ
Ureaplasma            36 ----------------------------------------------------MFKISRKN
Staphylococcus        43 ARVYKAEDDDSATEIIAEENKVSENAN-----------------KESGYNRMSFKMTQSQ
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Canavalia             87 YANKYGPTTG----DKIRLGDTNLLAEIEKDYAL----YGDECVFGGGKVIRDGMGQSCG
Glycine               85 YAHKYGPTTG----DKIRLGDTDLFAEIEKDFAV----YGDECVFGGGKVIRDGMGQSSG
Solanum               85 YANMFGPTTG----DRIRLGDTDLFAEIEKDFGI----FGDECVFGGGKVLRDGMGQACG
Arabidopsis           85 YANMYGPTTG----DKLRLGDTNLYARIEKDYTV----YGDECVFGGGKVLREGMGQGIE
Schizosaccharomyces   82 YAVMYGPTTN----DKIRLGDTNLIVRVEKDFTE----YGNESVFGGGKVIRDGTGQSSS
Coccidioides          81 YARMFGPTTG----DVVKLGTTDLWIKVEKDLTY----YGDECSFGGGKTIRDGMGQATG
Cryptococcus          79 YASMFGPTTG----DKIKLADMDLWIEVEKDYTV----YGDECKFGGGKVIRDGGGQASG
Actinomyces           52 HAALYGPTTG----DAVRLADTGLFAQIERDLTH----RGDEAVFGGGKVIRDGMGHNGQ
Corynebacterium      103 YTDLYGPTVG----DSVRLADTELFLCVEKDYAA----VGEEVAFGGGKVIRDGMGQNGT
Mycobacterium         51 YAQLYGPTTG----DRIRLADTNLLVEVTEDRCGGPGLAGDEAVFGGGKVLRESMGQ-GR
Streptomyces          51 YADLFGPTTG----DRVRLADTDLFVEIEEDRSGGPGRSGDEAVFGGGKVLRESMGQ-GR
Synechococcus         52 YAETYGPTTG----DRLRLADTELILEVEKDFTV----YGDEVKFGGGKVIRDGMGQSQT
Prochlorococcus       52 YAQTYGPTKG----DRVRLADTELIIEVEKDFTT----YGDEVKFGGGKVIRDGMGQSQV
Synechocystis         51 YAHTFGPTVG----DKVRLADTELFIEVEQDYAT----YGDEVKFGGGKVIRDGMGQSPL
Rhodobacter1          50 YADMFGPTTG----DKVRLADTDLIIEVEKDLTT----YGEEVKFGGGKVIRDGMGQSQI
Rhodobacter2          87 YASMFGPTTG----DRLRLGDTELVIEVERDLTT----YGEEVKFGGGKVIRDGMGQSQR
Sinorhizobium         50 YANMFGPTVG----DKVRLADTELFIEVEKDFTT----HGEEVKFGGGKVIRDGMGQSQV
Proteus1              54 YADMFGPTTG----DRLRLADTELFLEIEQDFTT----YGEEVKFGGGKVIRDGMGQSQV
Proteus2              55 YADMFGPTTG----DRLRLADTELFLEIEKDFTT----YGEEVKFGGGKVIRDGMGQSQV
Vibrio                53 YADMFGPTTG----DCVRLADTELFLQVEQDFTI----YGEEVKFGGGKVIRDGMGQSQV
Klebsiella            54 YADMFGPTVG----DKVRLADTELWIEVEDDLTT----YGEEVKFGGGKVIRDGMGQGQM
Escherichia           55 YADMFGPTTG----DKIRLADTELWIEVEDDLTT----YGEEVKFGGGKVIRDGMGQGQM
Alcaligenes           49 YAEMFGPTTG----D-LRLADTGLIIEIEKDFTI----YGEEVKFGGGKVIRDGMGQSQR
Pseudomonas           48 YADMFGPTVG----DRVRLADTDLWIEVERDFTV----YGEEVKFGGGKVIRDGMGQSQL
Bordetella            50 YAEIYGPTVVGGVGDRVRLADTLLLAEVEKDHTI----FGEEVKFGGGKVIRDGMGQSQR
Deinococcus           70 YADLYGPTVG----DRVRLGDTELLIEVERDLTT----YGEEVKFGGGKVIRDGLGQSSA
Yersinia1             77 YAGLFGPTTG----DKIRLGDTNLFIEIEKDLRG----YGEESVYGGGKSLRDGMGANNN
Yersinia3             78 YAGLFGPTTG----DKIRLGDTNLFIEIEKDLRG----YGEESVYGGGKSLRDGMGANNN
Yersinia2             78 YAGLFGPTTG----DKIRLGDTNLFIEIEKDLRG----YGEESVYGGGKSLRDGMGANNH
Actinobacillus        50 YVATYGPTVG----DKVRLGDTDLWATIEQDFLT----KGDECKFGGGKSVRDGMAQSST
Haemophilus           50 YVATYGPTVG----DKVRLGDTNLWATIEQDLLT----KGDECKFGGGKSVRDGMAQSGT
Bacillus1             71 YAELFGPTTG----DKIRLGDTDLWIEVEKDFTV----YGEEMIFGGGKTIRDGMGQNGR
Bacillus2             71 HASLYGPTVG----DKVRLADTDLLLEIEKDYTV----YGDECKFGGGKVLRDGMGQSAV
Bacillus3             67 YAESYGPTVG----DRVRLADTDLG-EVEKDYYY----LGDEVNFGGGKVLREGMGENGT
Helicobacter2         80 YVSMYGPTTG----DRVRLGDTDLILEVEHDCTT----YGEEIKFGGGKTIRDGMSQTNS
Heliobacter           76 YVSMYGPTTG----DKVRLGDTDLILEVEHDCTT----YGEEIKFGGGKTIRDGMGQTNS
Helicobacter1         81 YVSMYGPTTG----DKVRLGDTDLIAEVEHDYTI----YGEELKFGGGKTLREGMSQSNN
Thermophilic          56 YADMFGPTVG----DAIRLADSELFIEIEKDYTT----YGDEVKFGGGKVIRDGMGQHPL
Streptococcus         51 YAQHYGPTVG----DSVRLGDTNLFAAIEKDFTV----YGQESKFGGGKVLRDGMGVSAT
Lactobacillus         72 FASFYGPTTG----DSVRLGDTDLFAKIEKDLTV----HGQESLFGGGKVLRDGMGVSAT
Clostridium           51 YAGMFGPTTG----DSIRLGDTNLFAKIEKDMTV----YGDESKFGGGKCLRDGMGQSAT
Ureaplasma            44 YSDLYGITTG----DSVRLGDTNLWVKVEKDLTT----YGEESVFGGGKTLREGMGMNST
Staphylococcus        86 YTSLYGPTVG----DSVRLGDTNLFARVEKDYAT----YGDEAAFGGGKSIRDGMAQNPN
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Canavalia            139 H------PPAISLDTVITNAVIID-YTGIIKAD-IGIKDGLIASIGKAGNPDIMNGVFSN
Glycine              137 H------PPEGSLDTVITNAVIID-YTGIIKAD-IGIKDGLIISTGKAGNPDIMNDVFPN
Solanum              137 Y------PPADCLDTVITNAVVID-YTGIFKCD-IGIKDGHIVSLCKAGNPDIMD---SD
Arabidopsis          137 Q------AEALSLDTVITNSVIID-YSGIYKAD-IGIKNGHIVGIGKAGNPDTMHGVQNN
Schizosaccharomyces  134 K------SMDECLDTVITNAVIID-HTGIYKAD-IGIKNGYIVGIGKAGNPDTMDNIGEN
Coccidioides         133 R------HSVDVLDTVLVNALIVD-WTGIYKAD-IGLKDGLICGIAKAGNPDMMDVVTPN
Cryptococcus         131 R------HDHEVLDLVITNALIVD-WTGIYKAD-IGVKNGIIVGIGKAGNPDMMDGVTDG
Actinomyces          104 R-T----RDEDIPDTVITNAIIID-HTGVYKAD-VAIRDGVISAIGAAGNPDIMDDV--D
Corynebacterium      155 L-V----RDVDIPDTVITNVIVLD-YTGVYKAD-VALRDGKIFRIGKAGNPNVMENV--D
Mycobacterium        106 A-S----RADGAPDTVITGAVIID-YWGIIKAD-IGIRDGRIVGIGKAGNPDIMTGVHRD
Streptomyces         106 T-T----RAQGAPDTVITGALIID-HWGIVKAD-IGIRDGRITGIGKAGNPDTMDGVHPD
Synechococcus        104 P------RAGGAVDTVITNALILD-WWGIVKAD-VGLKDGRIVGIGKAGNPDTQAGVT--
Prochlorococcus      104 T------REDGAVDTVITNALIVD-WWGIVKAD-VGLKDGKIYEIGKAGNPDIQDNIN--
Synechocystis        103 S------RAEGAVDVVITNALILD-WWGIVKAD-VGIKNGRIYAIGKAGNPHIQDNVS--
Rhodobacter1         102 P------RSGGAMDTVITNALIVD-HTGIYKAD-VGLRDGRIAGIGKAGNPDTQPGVT--
Rhodobacter2         139 T------RAEGAMDTVITNALIVD-WTGIYKAD-VGLRDGRIAKIGKAGNPDTQPGVD--
Sinorhizobium        102 T------REGGAVDTVITNALILD-HWGIVKAD-IGLKDGRIAAIGKAGNPDMQPGVT--
Proteus1             106 -------VSAECVDVLITNAIIID-HWGIVKAD-IGIKDGRITGIGKAGNPDVQPNVD--
Proteus2             107 -------VSAECVDVLITNAIILD-YWGIVKAD-IGIKDGRIVGIGKAGNPDVQPNVD--
Vibrio               105 -------TNDGCVDVLITNALILD-HWGIVKAD-IGIKNGRIAGIGKAGNPDIQPKVN--
Klebsiella           106 -------LAADCVDLVLTNALIVD-HWGIVKAD-IGVKDGRIFAIGKAGNPDIQPNVT--
Escherichia          107 -------LSAGCADLVLTNALIID-YWGIVKAD-IGVKDGRIFAIGKAGNPDIQPNVT--
Alcaligenes          100 -------MASDCVDTVITNALIVD-HWGIVKAD-IGLKGGRIAAIGKAGNPDIQPGVT--
Pseudomonas          100 -------GAAQVVDTVITNALILD-HWGVVKAD-VGLKDGRIQAIGKAGNPDIQPGVN--
Bordetella           106 -------LATDCVDTVITNALIIDAVTGIVKAD-IGIKDGLISGIGKAGNPDTQPGVT--
Deinococcus          122 ATR----DDANVPDLVITNALILD-YWGVIKAD-VGVKNGRISAIGKAGNPGTQDGVTPG
Yersinia1            129 LTR----DN-GVLDLVITNVTIVDARLGVIKAD-VGIRDGKIAGIGKSGNPGVMDGVTQG
Yersinia3            130 LTR----DN-GVLDLVITNVTIVDARLGVIKAD-VGIRDGKIAGIGKSGNPGVMDGVTQG
Yersinia2            130 LTR----DN-GVLDLVITNVTIVDARLGVIKAD-VGIRDGKIAGIGKSGNPGVMDGVTPG
Actinobacillus       102 ATR----DNPNVLDFALTNVMIIDAKLGIIKAD-IGIRDGRIVGIGQAGNPDTMDNVTPN
Haemophilus          102 ATR----DNPNVLDFVITNVMIIDAKLGIIKAD-IGIRDGRIVGIGQAGNPDTMDNVTPN
Bacillus1            123 ITG----KD-GALDLVITNVVLLDY-TGIVKAD-VGVKDGRIVGVGKSGNPDIMDGVDPH
Bacillus2            123 YTR----DE-GVLDLIITNATIIDY-TGIVKAD-IGIKDGHIVGIGKGGNPDIMDGVESH
Bacillus3            118 YTR----TE-NVLDLLLTNALILDY-TGIYKAD-IGVKDGYIVGIGKGGNPDIMDGVTPN
Helicobacter2        132 P------SSYE-LDLVLTNALIVD-YTGIYKAD-IGIKDGKIAGIGKAGNKDMQDGVDNN
Heliobacter          128 P------SSHE-LDLVITNALIVD-YTGIYKAD-IGIKNGKIHGIGKAGNKDLQDGVCNR
Helicobacter1        133 P------SKEE-LDLIITNALIVD-YTGIYKAD-IGIKDGKIAGIGKGGNKDMQDGVKNN
Thermophilic         108 A------TSDECVDLVLTNAIIVD-YTGIYKAD-IGIKDGMIASIGKAGNPLLMDGVD--
Streptococcus        103 ETR----DNPSVVDTIITGATIID-YTGIIKAD-IGIRDGKIVAIGRGGNPDTMDNVD--
Lactobacillus        124 ETRA---ENPMVADLIISDAIIID-WTGIYKAD-IGIRDGKILAIGKGGNPDVMDNVD--
Clostridium          103 ELRR---DNPKVVDLIITSAVILD-YTGIYKAD-IGIRDGKIVAIGNGGNPSIMDNVD--
Ureaplasma            96 MKLDDKLGNAEVMDLVITNALILD-YTGIYKADPIGIKNGKIASIGKSGNPHLTDGVD--
Staphylococcus       138 VTR----DDKQVADLVITNALILD-YDKIVKAD-IGVKNGYIMKIGKAGNPDIMDNVD--
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Canavalia              1 MIIGANTEVIAGEGLIVTAGAIDCHVHYICPQLVYEAISSGITTLVGGGTGPAAGTRATT
Glycine                1 MIIGANTEVIAGEGLIVTAGAIDCHVHFICPQLVYDAVTSGITTLVGGGTGPADGTRATT
Solanum                1 AIIGVNTEVIAGEGMIVTAGAIDCHVHFICPQLAYEAISSGITTMVGGGTGPAHGTRATT
Arabidopsis            1 MLIGT--EVIAGEGMIVTAGAIDCHVHFICPQLVYEAVSSGITTMVGGGTGPAYGTRATT
Schizosaccharomyces    1 MVIGSSTDVISAENKIVTYGGMDSHVHFICPQQIEEALASGITTMYGGGTGPSTGTNATT
Coccidioides           1 MIVGSSTDVIACEGKIVTAGGIDTHVHFICPQQVEEALASGVTTLLGGGTGPTEGSNATT
Cryptococcus           1 MIVGSSTEVISGEKLITTAGRLDVHVHYISPQLMTEALASGITTVIGGGTGPADGSNATT
Actinomyces            1 IVIGTSTEVIAGEHRILTAGGIDSHIHFISPTQVATALASGVTTMIGGGTGPSDGTNATT
Corynebacterium        1 IVIGVATDIIAGEGKILTAGALDTHVHFLGTDQVNTALASGITTMIGGGTGPSQASMATT
Mycobacterium          1 LVVGPSTEIISGNRRIVTAGTVDCHVHLICPQIIVEALAAGTTTIIGGGTGPAEGTKATT
Streptomyces           1 LVIGPETEIVAGNGKIVTAGGIDTHVHFIAPGAVDEALASGVTTLIGGGTGPAEGSKATT
Synechococcus          1 IVVGPGTEAIAGEGHILTAGGIDTHIHFICPQQIETALASGMTTLMGGGTGPATGTNATT
Prochlorococcus        1 IIIGSSTEVIAGEGHILTAGSIDTHIHFICPQQIETALASGVTTMLGGGTGPATGTNATT
Synechocystis          1 IIIGPSTEAIAGEGMILTAGGIDAHVHFICPQQIETALASGVTTLVGGGTGPAAGTKATT
Rhodobacter1           1 LIIGPGTEVIAGEGKILTAGGIDTHIHFICPQQIEDALASGITTMLGGGTGPAHGTLATT
Rhodobacter2           1 IVIGPGTEIIAGEGRILTAGGMDAHIHFICPQQIEDSLHSGITTMLGGGTGPAHGTLATT
Sinorhizobium          1 IIVGPGTEVIAGEGKIVTAGGMDSHIHFICPQQIEEALMSGLTCMLGGGTGPAHGTLATT
Proteus1               1 IVIGPGTEVVAGEGKIITAGGVDTHIHFICPQQAEEGLISGVTTFIGGGTGPVAGTNATT
Proteus2               1 IVIGPGTEVVAGEGKIVTAGGIDTHIHFICPQQAQEGLVSGVTTFIGGGTGPVAGTNATT
Vibrio                 1 IVIGPATEVIAGEGKIITAGGIDTHIHFICPQQAEEGLSSGVTTFIGGGTGPVAGTNATT
Klebsiella             1 IPIGAATEVIAAEGKIVTAGGIDTHIHWICPQQAEEALVSGVTTMVGGGTGPAAGTHATT
Escherichia            1 IPIGVSTEIIAAEGRIVTAGGVDTHIHWICPQQAEEALTSGITTMIGGGTGPTAGSNATT
Alcaligenes            1 IVVGPGTEVIAGEGMIVTAGGIDSHIHFICPQQIEEALMSGVTTMIGGGTGPATGTFATT
Pseudomonas            1 IAIGAGTEVIAGEGMILTAGGIDTHIHFICPQQIEEALMSGVTTMIGGGTGPAAGTNATT
Bordetella             1 IIIGASTEVVAGEGLIVTAGAIDTHIHFICPQQIEEALATGTTTMIGGGTGPATGSLATT
Deinococcus            1 LTIAASTEIVAGEGLVLTAGGVDTHIHFIAPQQCWTALESGVTTMIGGGTGPTAGTSATT
Yersinia1              1 MVVGVSTDAISGEHLILTAAGIDSHIHLISPQQAYHALSNGVATFFGGGIGPTDGTNGTT
Yersinia3              1 MVVGVSTDAISGEHLILTAAGIDSHIHLISPQQAYHALSNGVATFFGGGIGPTDGTNGTS
Yersinia2              1 MVVGVSTDAISGEHLILTAAGIDSHIHLISPQQAYHALSNGVATFFGGGIGPTDGTNGTT
Actinobacillus         1 MIIGASTEVHNGAHLIATAGGIDTHIHWICPQQAQHAIENGITTMIGGGSGPADGTHATT
Haemophilus            1 MIIGASTEVHNGAHLIATAGGIDTHIHFICPQQAQHAIESGVTTLIGGGTGPADGTHATT
Bacillus1              1 MVIGAGTEVISGEGKILTAGGVDTHIHFICPQQMEVALSSGVTTLLGGGTGPATGSKATT
Bacillus2              1 MIVGASTEAIAGEGLIVTAGGIDAHIHFISPQQIDVAIASGITTMLGGGTGPATGTKATT
Bacillus3              1 MIVGTATEVIAAEGKIVTAGGIDTHVHFINPDQVDVALANGITTLFGGGTGPAEGSKATT
Helicobacter2          1 LCVGPATEALAAEGLIVTAGGIDTHIHFISPQQIPTAFASGVTTMIGGGTGPADGTNATT
Heliobacter            1 LCVGPATEALAAEGLIVTAGGIDTHIHFISPQQIPTAFASGITTMIGGGTGPADGTNATT
Helicobacter1          1 LSVGPATEALAGEGLIVTAGGIDTHIHFISPQQIPTAFASGVTTMIGGGTGPADGTNATT
Thermophilic           1 MVIGAATEVIAAEGMIVTAGGIDAHIHFICPQQIETALASGVTTMIGGGTGPATGTNATT
Streptococcus          1 FVVGASTEAIAAEGLIVTAGGIDLHVHYISADLPEFGLDNGITTLFGGGTGPADGSNATT
Lactobacillus          1 FIVGASTEAISGEGMIVTAGGIDLHVHYITPSIAQAALDNGITTLFGGGTGPANGTRSAT
Clostridium            1 FIVGSSTEALSGEGLIVTAGGIDTHVHFITPAIAYSALENGTTTIIGGGTGPADGTNSAT
Ureaplasma             1 MVVGISTEVSAGEGKIYTAGGLDTHVHRLEPEIVPVALDGGITTVITGGTGMNDGTKATT
Staphylococcus         1 IIIGATTDIISAEGKIVTAGGIDTHVHFVNPEQSQVALESGITTHIGGGTGASEGAKATT
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Canavalia             61 CTPSPTQMRLMLQSTDDLPLNFGFTGKGSSSKPDELHEIIKAGAMGLKLHEDWGSTPAAI
Glycine               61 CTPAPNQMKLMLQSTDDMPLNFGFTGKGNSAKPDELHEIIRAGAMGLKLHEDWGTTPAAI
Solanum               61 CTPGHVHMELMLQSTDEIPLNFGFTGKGNSSKADGLHEIIKAGAMGLKLHEDWGTTPAAI
Arabidopsis           59 CTPSPFDMKLMLQSTDSLPLNFGFTGKGNTAKPLELRHIVEAGAMGLKLHEDWGTTPAAI
Schizosaccharomyces   61 CTPNKDLIRSMLRSTDSYPMNIGLTGKGNDSGSSSLKEQIEAGCSGLKLHEDWGSTPAAI
Coccidioides          61 CTPAPNQFKTMMQACDHLPINVALTGKGNDSGLPSLRDQCRAGAAGLKVHEDWGATPAVI
Cryptococcus          61 CTSSSFYMQNMIKATDTIPLNFGFTGKGSDSGTNAMRDIIEAGACGLKVHEDWGATAEVI
Actinomyces           61 ITPGAWNLARMLQAVEDFPMNIGLLGKGHASAREPLAEQLRAGAVGFKIHEDWGATHAVI
Corynebacterium       61 VTPGQWNTYNMLSAFEGMPMNFGILGKGHGSSKAPLAEQVRAGAIGLKIHEDWGATPSSI
Mycobacterium         61 VTPGEWHLARMLESLDGWPVNFALLGKGNTVNPDALWEQLRGGASGFKLHEDWGSTPAAI
Streptomyces          61 VTPGAWHLAWMFAALESSPVNIGFLGKGSTMSKESMRDQLRAGVLGFKIHEDWGATPAVI
Synechococcus         61 CTPGAFHIGRMLQAAEGLPVNLGFFGKGNASTPEALEEQVRAGACGLKLHEDWGTTPATI
Prochlorococcus       61 CTPGAFHISRMIQSAEAFPVNLGFFGKGNSSNETNLFEQVNAGACGLKLHEDWGTTPSTI
Synechocystis         61 CTPGAWNIHRMLQAADGFPINLGFLGKGNGSQPAALAEQIKAGAIGLKLHEDWGTTPAAI
Rhodobacter1          61 CTPGPWHISRMLQSFEAFPMNLALAGKGNASLPEGLVEQVKAGACALKLHEDWGTTPAAI
Rhodobacter2          61 CTPGPWHIGRMLQAADAFPINLAFAGKGNASLPAGLEEQVRAGASCLKLHEDWGTTPAAI
Sinorhizobium         61 CTPGPWHIARMIEAADAFPMNLAFAGKGNASLPGALVEMVLGGATSLKLHEDWGTTPAAI
Proteus1              61 VTPGIWNMHRMLEAVDELPINVGLFGKGCVSQPEAIREQIEAGAIGLKIHEDWGATPMAI
Proteus2              61 VTPGIWNMYRMLEAVDELPINVGLFGKGCVSQPEAIREQITAGAIGLKIHEDWGATPMAI
Vibrio                61 VTPGIWNMHRMLEAVDELPINVGLFGKGCVSQPEAIREQIEAGAMGLKIHEDWGATPAAI
Klebsiella            61 CTPGPWYISRMLQAADSLPVNIGLLGKGNVSQPDALREQVAAGVIGLKIHEDWGATPAAI
Escherichia           61 CTPGPWYIYQMLQAADSLPVNIGLLGKGNCSNPDALREQVAAGVIGLKIHEDWGATPAVI
Alcaligenes           61 VTPGPWYMERMLQAADAYPMNIGLLGKGNASQQGPLLEQVEAGAIGLKLHEDWGTTPAAI
Pseudomonas           61 CTSGPWHMARMLQAADAFPMNIGFTGKGNASLPLPLEEQVLAGAIGLKLHEDWGSTPAAI
Bordetella            61 STSGPWHMAAMLQALDAFPVNVGLFGKGSSSSHGALLEQVRAGAMGLKIHEDWASTPASI
Deinococcus           61 CTPGQWHIHRMLESLAGLPLNFGLLGKGNASTQPPLAEQIRAGALGLKLHEDWGTTPAAI
Yersinia1             61 VTPGPWNIRQMLRSIEGLPVNVGILGKGNSYGRGPLLEQAIAGVVGYKVHEDWGATANAL
Yersinia3             61 VTPGPWNIRQMLRSIEGLPVNVGILGKGNSYGRGPLLEQAIAGVVGYKVHEDWGATANAL
Yersinia2             61 VTPGPWNIRQMLRSVEGLPVNVGILGKGNSYGRGPLLEQAIAGVVGYKVHEDWGATANAL
Actinobacillus        61 CTPGKFNIERMFQACEALPVNIGFFGKGNCSMLEPLKEQVVAGALGLKIHEDWGATPAVI
Haemophilus           61 CTPGAWYMERMFQAAEALPVNVGFFGKGNCSTLDPLREQIEAGALGLKIHEDWGATPAVI
Bacillus1             61 CTSGAWYMARMLEAAEEFPINVGFLGKGNASDKAPLIEQVEAGAIGLKLHEDWGTTPSAI
Bacillus2             61 CTPGKWNIERMLEAADAFPVNLGFLGKGNASTPAPLREQIEAGAIGLKLHEDWGTTPAAI
Bacillus3             61 VTPGPWNIEKMLKSTEGLPINVGILGKGHGSSIAPIMEQIDAGAAGLKIHEDWGATPASI
Helicobacter2         61 ITPGRANLKSMLRAAEEYAMNLGFLAKGNVSYEPSLRDQIEAGAIGFKIHEDWGSTPAAI
Heliobacter           61 ITPGRWNLKEMLRASEEYAMNLGYLGKGNVSFEPALIDQLEAGAIGFKIHEDWGSTPSAI
Helicobacter1         61 ITPGRRNLKWMLRAAEEYSMNLGFLAKGNASNDASLADQIEAGAIGFKIHEDWGTTPSAI
Thermophilic          61 CTPGPWNIHRMLQAAEEFPINLGFLGKGNCSDEAPLKEQIEAGAVGLKLHEDWGSTAAAI
Streptococcus         61 CTPGKFHITRMLQAVDDMPANFGFLAKGVGSETEVVEEQIKAGAAGIKTHEDWGATYAGI
Lactobacillus         61 CNPGAWYTHRMLQAVDNAPINYGLMAKGSGSRPELIGEQIEAGCAAIKTHEDWGATAAGI
Clostridium           61 STPGAWNIHQMLRAAEGMPVNMGIQGKAGGAIMDTTAEQIEAGAMALKVHEDWGATLSCI
Ureaplasma            61 VSPGNS-ELICLQAADGLPINAGFLAKGQG-MEDPIFEQIVAGACGLKIHEDWGANRNAI
Staphylococcus        61 VTPGPWHLHRMLLAAESLPLNIGFTGKGQAVNHTALVEQIHAGAIGLKVHEDWGATPSAL
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Canavalia            121 DNCLTIAEHHDIQINIHTDTLNEAGFVEHSIAAFKGRTIHTYHSEGAGGGHAPDIIKVCG
Glycine              121 DSCLTVADQYDIQVNIHTDTLNESGFVEHTIAAFKGRTIHTYHSEGAGGGHAPDIIKVCG
Solanum              121 DMCLTVADQYDIQVNIHTDTLNESGFVEHTIAAFKGRTIHTYHSEGAGGGHAPDIIKVCG
Arabidopsis          119 DNCLAVAEEYDIQVNIHTDTLNESGFVEHTINAFRGRTIHTYHSEGAGGGHAPDIIRVCG
Schizosaccharomyces  121 DSCLSVCDEYDVQCLIHTDTLNESSFVEGTFKAFKNRTIHTYHVEGAGGGHAPDIISLVQ
Coccidioides         121 DTCLQVCDEFDIQCLIHTDTLNESGFVEQTINAFKNRVIHTYHTEGAGGGHAPDIISVVE
Cryptococcus         121 DRALSMADEYDVQINLHSDTLNESGYVESTLAAIKGRTIHSYHTEGAGGGHAPDIIVVCE
Actinomyces          121 DEALKVADEFDVQVAIHTDTLNECGFVEDTRRAIGGRVIHTFHTEGAGGGHAPDIITLAQ
Corynebacterium      121 NTALEVADDMDIQVALHSDTLNEAGFCG-RHEAIAGGVIHTFNTEGAGGGHAPELIGVAG
Mycobacterium        121 DTCLAVADVAGVQVALHSDTLNETGFVEDTIGAIAGRSIHAYHTEGAGGGHAPDIITVAA
Streptomyces         121 SACLDVCEESGVQLAVHSDTLNEAGFVGDTFDAVAGRTLHAFHVEGAGGGHAPDMITAVS
Synechococcus        121 DACLSVADRMDVQVCIHTDTLNEAGFVEDTIAAIKGRTIHTFHTEGAGGGHAPDIIKICG
Prochlorococcus      121 NSCLNVADTLDVQVCIHTDTLNEAGFVEDTIAAIAGRTIHTFHTEGAGGGHAPDIIKICG
Synechocystis        121 DNCLGVAEDYDVQVAIHTDTLNEAGFVETTIAALKNRVIHTYHTEGAGGGHAPDIIKICG
Rhodobacter1         121 DCCLTVAEDMDVQVMIHTDTLNESGFVENTLAAFKGRTIHAFHTEGAGGGHAPDILKVVS
Rhodobacter2         121 DCCLSVADRMDVQVMIHTDTLNESGFVENTLAAIGGRTIHAFHTEGAGGGHAPDIIKVVG
Sinorhizobium        121 DCCLSVADEYDVQVMIHTDTLNESGFVEDTIAAIKGRTIHAYHTEGAGGGHAPDIIRICG
Proteus1             121 HNCLNVADEMDVQVAIHSDTLNEGGFYEETVKAIAGRVIHVFHTEGAGGGHAPDVIKSVG
Proteus2             121 HNCLNVADEMDVQVAIHSDTLNEGGFYEETVKAIAGRVIHVFHTEGAGGGHAPDVIKSVG
Vibrio               121 NNCLNVADEMDVQVAIHSDTLNEGGFYEETVRAIGDRVIHVFHTEGAGGGHAPDVIKSVG
Klebsiella           121 DCALTVADEMDIQVALHSDTLNESGFVEDTLAAIGGRTIHTFHTEGAGGGHAPDIITACA
Escherichia          121 NCALTVADEMDVQVALHSDTLNESGFVEDTLTAIGGRTIHTFHTEGAGGGHAPDIITACA
Alcaligenes          121 DTCLSVADATDTQVAIHTDTLNEAGFVEATIAAFKGRTIHTYHTEGAGGGHAPDIIKVCG
Pseudomonas          121 DNCLEVAERHDIQVAIHTDTLNESGFVETTLGAFKGRTIHTYHTEGAGGGHAPDIIKACG
Bordetella           121 DTCLNVAEETDIQVAIHSDTLNESGFVEDTFAAFKGRTIHSFHTEGAGGGHAPDIIRAAG
Deinococcus          121 HAALSVAEDYDVQVAIHTDTLNESGFVEDAIRAFAGRTIHTFHTEGAGGGHAPDIIRVAG
Yersinia1            121 RHALRMADEVDIQVSVHTDSLNECGYVEDTIDAFEGRTIHTFHTEGAGGGHAPDIIRVAS
Yersinia3            121 RHALRMADEVDIQVSVHTDSLNECGYVEDTIDAFEGRTIHTFHTEGAGGGHAPDIIRVAS
Yersinia2            121 RHSLRMADEMDIQVSVHTDSLNECGYVEDTIDAFEGRTIHTFHTEGAGGGHAPDIIRVAS
Actinobacillus       121 DAALKVADEMDVQVAIHTDTLNESGFLEDTMKAINGRVIHTFHTEGAGGGHAPDIIKAAM
Haemophilus          121 DSALKVADEMDIQVAIHTDTLNESGFLEDTMKAIDGRVIHTFHTEGAGGGHAPDIIKAAM
Bacillus1            121 KTCMEVVDEADIQVAIHTDTINEAGFLENTLDAIGDRVIHTYHIEGAGGGHAPDIMKLAS
Bacillus2            121 RTCLSVADRMDVQVAIHTDTLNEAGFVEDTIKAIGDRVIHTYHTEGAGGGHAPDIMKVAG
Bacillus3            121 DRSLTVADEADVQVAIHSDTLNEAGFLEDTVRAINGRVIHSFHVEGAGGGHAPDIMAMAG
Helicobacter2        121 HHCLNVADEYDVQVAIHTDTLNEAGCVEDTLEAIAGRTIHTFHTEGAGGGHAPDVIKMAG
Heliobacter          121 NHALNIADKYDVQVAIHTDTLNEAGCVEDTLEAIAGRTIHTFHTEGAGGGHAPDVIKMAG
Helicobacter1        121 NHALDVADKYDVQVAIHTDTLNEAGCVEDTMAAIAGRTMHTFHTEGAGGGHAPDIIKVAG
Thermophilic         121 DTCLKVADRYDVQVAIHTDTLNEGGFVEDTLKAIDGRVIHTYHTEGAGGGHAPDIIKAAG
Streptococcus        121 DNSLKVADKYDVSFAVHTDSLNEGGFMENTLESFQGRTVHTFHTEGSGGGHAPDIMVFAG
Lactobacillus        121 ENSIAAANKYDVQYAVHTDSLNEGGFVENTINAFNGNTVHTFHTEGAGGGHAPDIMVVAG
Clostridium          121 DHALETADKYDVQVSLHSDTLNETGFVEDTIKSIGGRCIHSYHTEGAGGGHAPDLMKVAS
Ureaplasma           119 DLALTVAEKTDVAVAIHTDTLNEAGFVEHTIAAMKGRTIHAYHTEGAGGGHAPDILESVK
Staphylococcus       121 DHALQVADDYDVQIALHADTLNEAGFMEETMAAVKDRVLHMYHTEGAGGGHAPDLIKSAA
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Canavalia            181 IKNVLPSSTNPTRP-LTSNTIDEHLDMLMVCHHLDREIPEDLAFAHSRIRKKTIAAEDVL
Glycine              181 EKNVLPSSTNPTRP-YTHNTIDEHLDMLMVCHHLNKNIPEDVAFAESRIRAETIAAEDIL
Solanum              181 VKNVIPSSTNPTRP-FTLNTVDEHLDMLMVCHHLCKNSREDVAFAESRIRAETIAAEDIL
Arabidopsis          179 VKNVLPSSTNPTRP-YTKNTVDEHLDMLMVCHHLDKNIPEDVAFAESRIRAETIAAEDIL
Schizosaccharomyces  181 NPNILPSSTNPTRP-FTTNTLDEELDMLMVCHHLSRNVPEDVAFAESRIRAETIAAEDIL
Coccidioides         181 KPNVLPSSTNPTSVRYTVNTLDEHLDMVMVCHHLSKDIPEDVAFAESRIRSETIAAEDVL
Cryptococcus         181 YENVLPSSTNPTRP-YAVNTLDEHLDMLMICHGLDKSIPEDIAFADSRIRSETVAAEDVL
Actinomyces          181 DSNILPSSTNPTLP-FTRNTAEEHLDMLMVCHHLNPAIPEDVAFADSRIRPETIAAEDVL
Corynebacterium      180 LPNVLPASTNQRFR-NTRNTVEEHLDMVMVAHHLNPDIPEDVAFADSRIRAETIAAEDVL
Mycobacterium        181 QPNVLPSSTNPTRP-HTVNTLDEHLDMLMVCHHLNPRIPEDLAFAESRIRPSTIAAEDVL
Streptomyces         181 LPNMLPASTNPTRP-HTVNTVEEHLDMLMVCHHLNPAVPEDLAFAESRIRPSTIAAEDIL
Synechococcus        181 EANVLPSSTNPTRP-YTRNTLEEHLDMLMVCHHLDPRIPEDVAFAESRIRRETIAAEDIL
Prochlorococcus      181 ENNVLPSSTNPTRP-YTKNTLEEHLDMLMVCHHLDSKIPEDIAFAESRIRRETIAAEDIL
Synechocystis        181 ELNVLPSSTNPTRP-YTINTLEEHLDMLMVCHHLHRNIPEDVAFAESRIRRETIAAEDIL
Rhodobacter1         181 SQNVIPSSTNPTRP-YTKNTVEEHLDMLMVCHHLDNKVPEDVAFAESRIRKETIAAEDIL
Rhodobacter2         181 AANVIPSSTNPTMP-YTANTVEEHLDMLMVCHHLDRSIPEDVAFAESRIRKETIAAEDIL
Sinorhizobium        181 QPNVIPSSTNPTRP-YTVNTLAEHLDMLMVCHHLSPTIPEDIAFAESRIRKETIAAEDIL
Proteus1             181 EPNILPASTNPTMP-YTINTVDEHLDMLMVCHHLDPSIPEDVAFAESRIRRETIAAEDIL
Proteus2             181 EPNILPASTNPTMP-YTINTVDEHLDMLMVCHHLDPSIPEDVAFAESRIRRETIAAEDIL
Vibrio               181 EPNIIPASTNPTMP-YTINTVDEHLDMLMVCHHLDPSIPEDVAFAESRIRRETIAAEDIL
Klebsiella           181 HPNILPSSTNPTLP-YTLNTIDEHLDMLMVCHHLDPDIAEDVAFAESRIRRETIAAEDVL
Escherichia          181 HPNILPSSTNPTLP-YTVNTIDEHLDMLMVCHHLDPDIAEDVAFAESRIRQETIAAEDVL
Alcaligenes          181 EANVLPSSTNPTRP-YTVNTLDEHLDMLMVCHHLDPSIAEDIAFAESRIRRETIAAEDIL
Pseudomonas          181 FANVLPSSTNPTRP-FTRNTIDEHLDMLMVCHHLDPAIAEDVAFAESRIRRETIAAEDIL
Bordetella           181 MPNVLPASTNPTMP-FTRNTIDEHLDMVMVCHHLDPSIAEDLAFAESRIRRETIAAEDIL
Deinococcus          181 LPNVLPSSTNPTMP-FTVNTIHEHLDMLMVCHHLSPRIPEDVHFAESRIRPETIAAEDVL
Yersinia1            181 QTNVLPSSTNPTLP-YGVNSQAELFDMIMVCHNLNPNVPADVSFAESRVRPETIAAENVL
Yersinia3            181 QTNVLPSSTNPTLP-YGVNSQAELFDMIMVCHNLNPNVPADVSFAESRVRPETIAAENVL
Yersinia2            181 QPNVLPSSTNPTLP-YGVNSQAELFDMIMVCHNLNPNVPADVSFAESRVRPETIAAENVL
Actinobacillus       181 YPNVLPASTNPNRP-FTVNTIDEHLDMLMVCHHLDKRVPEDVAFADSRIRPETIAAEDIL
Haemophilus          181 YSNVLPASTNPTRP-FTKNTIDEHLDMLMVCHHLDKRVPEDVAFADSRIRPETIAAEDIL
Bacillus1            181 YANILPSSTTPTIP-YTVNTMDEHLDMMMVCHHLDAKVPEDVAFSHSRIRAATIAAEDIL
Bacillus2            181 LPNVLPSSTNPTRP-FTVNTIDEHLDMLMVCHHLDPNVPEDVAFADSRIRPETIAAEDIL
Bacillus3            181 HPNVLPSSTNPTRP-FTVNTIDEHLDMLMVCHHLKQNIPEDVAFADSRIRPETIAAEDIL
Helicobacter2        181 EFNILPASTNPTIP-FTKNTEAEHMDMLMVCHHLDKSIKEDVQFADSRIRPQTIAAEDQL
Heliobacter          181 EFNILPASTNPTIP-FTKNTEAEHMDMLM-CHHLDKNIKEDVEFADSRIRPQTIAAEDKL
Helicobacter1        181 EHNILPASTNPTIP-FTVNTEAEHMDMLMVCHHLDKSIKEDVQFADSRIRPQTIAAEDTL
Thermophilic         181 FPNILPSSTNPTRP-YTINTLEEHLDMLMVCHHLDANIPEDIAFADSRIRKETIAAEDVL
Streptococcus        181 KENILPSSTNPINP-YTTNAIGELLDMVMVCHHLDPKIPEDVSFAESRVRKQTVAAEDVL
Lactobacillus        181 QDNVLPSSTTPTNP-YCKNTLDELFYMTMVCHNLNPKIPDDVAFAESRIRKQTEAAEDVL
Clostridium          181 KNNIIPSSTSPTNP-YTVDILPEHLDMLMVCHHLDPKIPEDVRFADSRIRKQTIAAEDVL
Ureaplasma           179 YAHILPASTNPTIP-YTVNTIAEHLDMLMVCHHLNPKVPEDVAFADSRIRSQTIAAEDLL
Staphylococcus       181 YSNILPSSTNPTLP-YTVNTIDEHLDMVMITHHLNASIPEDIAFADSRIRKETIAAEDVL
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Canavalia              1 NDIGAISIISSDSQAMGRVGEVISRTWQTADKMKAQTGPLKCD----SSDNDNFRIRRYI
Glycine                1 HDKGAISIISSDSQAMGRIGEVISRTWQTADKMKSQRGPLQP-----GEDNDNFRIKRYV
Solanum                1 HDMGAISIISSDSQAMGRIGEVICRTWQTAHKMKLFRGPLDID----GSDNDNFRIKRYI
Arabidopsis            1 HDMGAISIISSDSQAMGRIGEVISRTWQTADKMKAQRGAIDPN----MADDDNSRIKRYI
Schizosaccharomyces    1 QDLGAISMISSDSQAMGRCGEVISRTWKTAHKNKLQRGALPEDE---GSGVDNFRVKRYV
Coccidioides           1 HDTGAISMLSSDSQAMGRCGEVVVRTWNTAHKNKMERGRLKEDE---GTDSDNFRVKRYI
Cryptococcus           1 QDTGAISMISSDCQAMGRIGEVVTRTWRTAAKMKQFRGPLEGDE---PTR-DNNRVKRYV
Actinomyces            1 HDLGVFSMTSSDSQAMGRVGEVIIRTWQVADQMKKARGRLAGDPE----DGDNLRIKRYV
Corynebacterium        1 HDMGIFSITSSDSQAMGRVGETITRTWQVADHMKRTRGSLTGDAP----YNDNNRLRRFI
Mycobacterium          1 HDMGAISMIGSDSQAMGRVGEVVLRTWQTAHVMKARRGALEGDPSG-SQAADNNRVRRYI
Streptomyces           1 HDMGAISIMSSDAQAMGRIGEVILRTWQTAHVMKRRRGFLPGDTR-----ADNLRARRYV
Synechococcus          1 HDLGAFSIIASDSQAMGRVGEVITRTFQTAHKMKVQRGALPQD----SSRNDNHRLKRYI
Prochlorococcus        1 HDIGAFSIIASDSQAMGRVGEVITRTFQTAHKMKVQRGPLPED----SDRNDNYRVKRYI
Synechocystis          1 HDLGAFSIISSDSQAMGRVGEVICRTWQTAHKMKVQRGQLPGE----TGNNDNLRAKRYV
Rhodobacter1           1 HDMGAMAVISSDSQAMGRVGEIIIRCWQTADKMRKQRGRLAEE----TGANDNFRVRRYI
Rhodobacter2           1 HDMGAFSVISSDSQAMGRVGEVITRTWQTAHKMKVQRGRLAEE----TGANDNQRVRRYI
Sinorhizobium          1 HDIGAFSIISSDSQAMGRVGEVAIRTWQTADKMKRQRGRLKEE----TGDNDNFRVKRYI
Proteus1               1 HDMGAISVMSSDSQAMGRVGEVVMRTWQCAHKMKLQRGSLAGD----TAENDNNRIKRYI
Proteus2               1 HDMGAISVMSSDSQAMGRVGEVILRTWQCAHKMKLQRGTLAGD----SADNDNNRIKRYI
Vibrio                 1 HDLGAISVMSSDSQAMGRVGEVITRTWQCANKMKLQRGSLEGD----SVFNDNQRIKRYV
Klebsiella             1 HDLGAFSLTSSDSQAMGRVGEVILRTWQVAHRMKVQRGALAEE----TGDNDNFRVKRYI
Escherichia            1 HDLGAFSLTSSDSQAMGRVGEVVLRTWQVAHRMKVQRGPLPEE----SGDNDNVRVKRYI
Alcaligenes            1 HDLGAFSMISSDSQAMGRVGEVIIRTWQTAHKMALQRGKLPGDPNDARGGHDNFRVKRYV
Pseudomonas            1 HDLGAFSMISSDSQAMGRVGEVITRTWQTADKMKRQRGRLDGD--GAR--NDNFRARRYI
Bordetella             1 HDLGAFSIMSSDSQAMGRVGEIVLRTWQTAHKMKLQRGPLQGD--SER--SDNERIKRYI
Deinococcus            1 HDLGVFSMMSSDSQAMGRVGEVITRTWQAAHKMKVQRGPLAPD-----GRADNFRARRYV
Yersinia1              1 HDMGVISMFSSDSQAMGRVGENWLRILQTADAMKAARGKLPEDA---A-GNDNFRVLRYV
Yersinia3              1 HDMGVISMFSSDSQAMGRVGENWLRILQTADAMKAARGKLPEDA---A-GNDNFRVLRYV
Yersinia2              1 HDMGVISMFSSDSQAMGRVGENWLRVMQTANAMKASRGKLPEDA---P-GNDNFRVLRYV
Actinobacillus         1 HDMGVFSIMSSDSQAMGRVGEVVTRTWQTADKMKAQRGALGDE------GNDNFRIKRYI
Haemophilus            1 HDMGVFSIMSSDSQAMGRIGEVVIRTWQTADKMKMQRGELGNE------GNDNFRIKRYI
Bacillus1              1 HDIGAISMTSSDSQAMGRVGEVIIRTWQVADKMKKQRGALAGEN---G--NDNVRAKRYI
Bacillus2              1 QDLGVISMISSDSQAMGRVGEVIIRTWQTADKMKKQRGALAEDQ---GKGNDNVRIKRYV
Bacillus3              1 HDLGIISMMSTDALAMGRAGEMVLRTWQTADKMKKQRGPLAEEK---N-GSDNFRLKRYV
Helicobacter2          1 HDMGIFSITSSDSQAMGRVGEVITRTWQTADKNKKEFGRLKEE----KGDNDNFRIKRYI
Heliobacter            1 HDMGIFSITSSDSQAMGRVGEVITRTWQTADKNKKEFGRLPEE----KGDNDNFRIKRYI
Helicobacter1          1 HDMGIFSITSSDSQAMGRVGEVITRTWQTADKNKKEFGRLKEE----KGDNDNFRIKRYL
Thermophilic           1 HDLGVFSMISSDSQAMGRVGEVIIRTWQTADKMKKQRGKLQED----NGVGDNFRVKRYI
Streptococcus          1 HDMGALSIMTSDAMAMGRVGEVAMRCWQLADKMKAQRGPLEGD----SEFNDNNRIKRYV
Lactobacillus          1 QDMGALSMMTSDAQAMGRVGEVAMRCWQLASKMKKVRGPLDGD----SKYDDNNRIKRYV
Clostridium            1 QDMGALSIMSSDTMAMGRIGEVIMRSWQLADKMKKQRGPLEGD----SEYIDNNRIKRYI
Ureaplasma             1 HDMGAISIMSSDTLAMERIGEVVTRSWQMAHKMKAQFGALKGD----SEFNDKQPCKRYV
Staphylococcus         1 QDIGVFSMVSSDSQAMGRVGEVITRTWQVAHRMKEQRGSLDGD----SEYNDNNRIKRYI
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Canavalia             57 AKYTINPAIANGFSQYVGSVEVGKLADLVMWKPSFFGTKPEMVIKGGMVAWADIGDPNAS
Glycine               56 AKYTINPAIANGLSQYVGSVEAGKLADLVLWKPSFFGAKPEMVIKGGEVAYANMGDPNAS
Solanum               57 AKYTINPAIANGISQFVGSVEVGKLADLVVWKPSFFGAKPEMVIKGGVIAWSNMGDPNAS
Arabidopsis           57 AKYTINPAIANGFADLIGSVEVKKLADLVIWQPAFFGAKPEMIIKGGNIAWANMGDANAS
Schizosaccharomyces   58 SKYTINPAITHGISHIVGSVEIGKFADLVLWDFADFGARPSMVLKGGMIALASMGDPNGS
Coccidioides          58 SKYTINPAIAQGMAHTIGSVEVGKTADLVLWKFANFGTKPSMVLKSGMAVSAQMGDPNGS
Cryptococcus          57 AKYTINPAITHGMSHLIGQVAVGCLADLVLLDGESFGARPEMILKGGVIAWAAVGDANAS
Actinomyces           57 SKYTINPARANGIAEVVGSVEVGKWADLVLWDPAFFGVKPSLILKGGQIASAVMGDANAS
Corynebacterium       57 AKYTINPAIAHGVDYVVGSVEEGKFADLLLWDPKFFGVKPDLVIKGGLMVNSLMGDSNGS
Mycobacterium         60 AKYTICPAIAHGMDHLIGSVEVGKLADLVLWEPAFFGVRPHVVLKGGAIAWAAMGDANAS
Streptomyces          56 AKYTINPAVAQGIEHEVGSVETGKLADLVLWDPRFFGAKPQLVIKGGQIAYAQMGDANAS
Synechococcus         57 AKVTINPALAHGISSEVGSIETGKLADLVLWKPGFFGIRPEVVIKGGSIVWAQMGDANAS
Prochlorococcus       57 SKVTINPAIAHGINRFVGSIEKGKIADLVLWKPSFFGVKPELVVKGGSIVWSQMGDANAS
Synechocystis         57 AKYTINPAITHGISEEIGSVEVGKLADLCLWSPAFFGVKPELVIKGGIVAYAQMGDANAS
Rhodobacter1          57 AKYTINPAITHGLAEHVGSVEVGKRADLVLWHPAFFGAKPEMVLMGGMIVAAQMGDPNGS
Rhodobacter2          57 AKYTINPAIAHGLSRHIGSVEEGKRADLVLWQPAFFGAKPDLVLLGGMIVCAQMGDPNGS
Sinorhizobium         57 AKYTINPAIAHGLSHEIGSLEVGKRADLVLWNPAFFGVKPDMVLLGGTIAAAPMGDPNAS
Proteus1              57 AKYTINPALAHGIAHEVGSIEKGKLADIVLWDPAFFGVKPALIMKGGMVAYAPMGDINAA
Proteus2              57 AKYTINPALAHGIAHTVGSIEKGKLADIVLWDPAFFGVKPALIIKGGMVRYAPMGDINAA
Vibrio                57 AKYTINPAIAHGISHEVGSIEVGKLADIVIWDPAFFGIKPALVVKCGLVAYAPMGDVNAA
Klebsiella            57 AKYTINPALTHGIAHEVGSIEVGKLADLVVWSPAFFGVKPATVIKGGMIAIAPMGDINAS
Escherichia           57 AKYTINPALTHGIAHEVGSIEVGKLADLVLWSPAFFGVKPATIVKGGMIAMAPMGDINGS
Alcaligenes           61 AKYTINPALTHGIAHEVGSVEVGKWADLVLWRPAFFGVKPSLILKGGMIAAAAMGDPNAS
Pseudomonas           57 AKYTINPAITHGISHEVGSVEAGKWADLVLWRPAFFGVKPSLILKGGAIAASLMGDINGS
Bordetella            57 AKYTINPAVAHGIAHLVGSVEVGKLADLVLWKPAFFGVKVNMVLKSGMAVSASIGDMGAS
Deinococcus           56 AKYTINPAIAHGISHEVGSVEVGKLADLVLWSPAFFGAKPSLILKGGLVVAAQMGDANAS
Yersinia1             57 AKITINPAITQGVSHVIGSVEVGKMADLVLWDPRFFGAKPKMVIKGGMINWAAMGDPNAS
Yersinia3             57 AKITINPAITQGVSHVIGSVEVGKMADLVLWDPRFFGAKPKMVIKGGMINWAAMGDPNAS
Yersinia2             57 AKITINPAIAQGVSHVIGSVEVGKMADLVLWDPRFFGAKPKMVIKGGMINWAAMGDPNAS
Actinobacillus        55 AKYTINPAIAHGISQYVGSLEVGKLADIVLWKPQFFGVKPEFVMKKGFISFAKMGDPNAS
Haemophilus           55 AKYTINPAIAHGIAEHIGSLEVGKIADIVLWKPMFFGVKPEVVIKKGFISYAKMGDPNAS
Bacillus1             56 AKYTINPAITHGLSHEVGSVEKGKLADLVLWDPVFFGVKPELVLKGGMIARAQMGDPNAS
Bacillus2             58 SKYTINPAITHGIDDYVGSVEVGKLADLVLWDPRFFGVKPELILKGGLIAYSQMGDPNAS
Bacillus3             57 SKYTINPAIAQGMAHEVGSIEEGKFADLVLWEPKFFGVKADRVIKGGIIAYAQIGDPSAS
Helicobacter2         57 SKYTINPGIAHGISDYVGSVEVGKYADLVLWSPAFFGIKPNMIIKGGFIALSQMGDANAS
Heliobacter           57 SKYTINPAITHGISEYVGSVEVGKYADLVLWSPAFFGIKPNMIIKGGFIALSQMGDANAS
Helicobacter1         57 SKYTINPAIAHGISEYVGSVEVGKVADLVLWSPAFFGVKPNMIIKGGFIALSQMGDANAS
Thermophilic          57 AKYTINPAIAHGIADYVGSVEVGKLADLVVWNPAFFGVKPELVLKGGMIAYSTMGDPNAS
Streptococcus         57 AKYTINPAITNGIADYIGSVEVGKFADLVIWEPAQFGAKPKLVLKGGMLTYGVMGDAGSS
Lactobacillus         57 AKYTINPAICNGISDYVGSIEVGKYADLNIWDPKYFGTKPDMVIKNGMITYGIAGDPSSS
Clostridium           57 SKYTINPAIAEGISDYVGSIEEGKYADLVLWEPAMFGAKPKMILKSGMIAYGVMGDSNAS
Ureaplasma            57 AKYTINPAIAHGIDSYVGSIEVGKLADIVAWEPKFFGAKPYYVVKMGVIARCVAGDPNAS
Staphylococcus        57 AKYTINPAITHGISDYVGSIDEGKLADIIMWEPAFFAVKPDVIVKGGLINPAINGDANGS
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Canavalia            117 IPTPEPVKMRPMYG-TLGKAGGALSIAFVSKAALDQRVNVLYGLNKRVEAVSNVR-KLTK
Glycine              116 IPTPEPVIMRPMFG-AFGKAGSSHSIAFVSKAALDEGVKASYGLNKRVEAVKNVR-KLTK
Solanum              117 IPTPEPVTMRPMFG-AFSKAASSNSIAFVSKAALDAGIKDSYRLNKRVEAVTNVR-NISK
Arabidopsis          117 IPTPEPVISRPMFG-AFGKAGSENSVAFVSKAALRKGVKELYGLKKRVVAVSNVR-QLTK
Schizosaccharomyces  118 IPTVSPLMSWQMFG-AHDPERSI---AFVSKASITSGVIESYGLHKRVEAVKSTR-NIGK
Coccidioides         118 IPTIEPIIMRPMYA-SLNPKASI---MFVSQASIKLGIIDSYHLKKRIEPVKNCR-NISK
Cryptococcus         117 IPTVQPVLGRPMWALSLRPLHSIQ--LFVSQASLDKDLVKRYRLRKRAEAVKNCR-SIGK
Actinomyces          117 IPTPEPTLMRTMFG-GHGAAPASNSITFMSQAAIDAGVPQSLGLRKKVCPAHGVR-RLTK
Corynebacterium      117 IPTPQPRTLRNTWG-AFGQAVSRSSITFLSQDAIDANVPDLLNLRKQIRDVRGVR-NLTK
Mycobacterium        120 IPTPQPVLPRPMFG-AAAATAAATSVHFVAPQSIDARLADRLAVNRGLAPVADVR-AVGK
Streptomyces         116 IPTPQPVLPRPMYG-ALGTAPATNSVNFVSEQAVEDGLPERLGLGRAFVPIRSTR-GRTK
Synechococcus        117 IPTPGPVHGRPMFG-AFGKALAPSCLTFVSEAAMDSDIQRHLGLERTCMAVKDTR-SVGK
Prochlorococcus      117 IPTPGPVHGRPMFA-NYGQSLLKSSFTFLSKNAIELDIPNKLSLQKNCLAVENTR-SINK
Synechocystis        117 IPTPQPVHMQPMFA-NYGGAIAATSVTFVSQKAAKKDIGEKLGLSKPLVAVKNIR-QLTK
Rhodobacter1         117 IP-AQPFYTRPMFG-AFGKALSNSAVTFVSAAAEAEGVAGKLGLSKTVLPVKGTR-TIGK
Rhodobacter2         117 IP-AQPYYSRPMFG-AFGGALHASAVTFVSQAAEEDGVGERLRLQKGTLAVQGTR-DIGK
Sinorhizobium        117 IPTPQPVHYRPMFG-AYGRSRTNSSVTFVSPASLDAGLAGRLGVAKELVAVQNTRGGIGK
Proteus1             117 IPTPQPVHYRPMYA-CLGKAKYQTSMIFMSKAGIDAGVPEKLGLQSLIGRVEGCR-KVTK
Proteus2             117 IPTPQPVHYRPMYA-CLGKAKYQTSMIFMSKAGIEAGVPEKLGLKSLIGRVEGCR-HITK
Vibrio               117 IPTPQPVHYRPMYA-SYGKAMYSTSMIFMSQASIEAGVPEKLKLQSMIGQVKGCR-NLSK
Klebsiella           117 IPTPQPVHYRPMFG-ALGSARHHCRLTFLSQAAAANGVAERLNLRSAIAVVKGCR-TVQK
Escherichia          117 IPTPQPVHYRPMFA-ALGSARHRCRVTFLSQAAAANGVAEQLNLHSTTAVVKGCR-TVQK
Alcaligenes          121 IPTPQPVHYRPMFA-SAGGALHRSSLTFVSQAALAAGIAERYGLAKTLSAVRGTR-TVSK
Pseudomonas          117 IPTPQPVHYRPMFA-SYAGSRHATSLTFVSQAAFAAGVPQQLGLRKAIGVVSGCR-GVQK
Bordetella           117 ISTPQPVQIRPMWG-SHGKALR-TSVAFVSQVSLSNPAVSELGLNKRLEAVRGCR-GVTK
Deinococcus          116 IPTPQPVYPRPMFA-AYGGCPDATCLHFVSQAGLEGGHLPDVG--RRYSAVKHTR-DIGK
Yersinia1            117 LPTPQPVFYRPMFG-AMGKTLQDTCVTFVSQAALDDGVKEKAGLDRQVIAVKNCR-TISK
Yersinia3            117 LPTPQPVFYRPMFG-AMGKTLQDTCVTFVSQAALDDGVKEKAGLDRQVIAVKNCR-TISK
Yersinia2            117 LPTPQPVFYRPMFG-AMGKTMQDTCVTFVSQAALDDGVKEKAGLDRQVIAVKNCR-TISK
Actinobacillus       115 IPTPQPVFYRPMFG-ANAKANTESAVYFVSQASVDANIKAQYGIQKETLAVKGCR-DVGK
Haemophilus          115 IPTPQPVFYRPMYG-AQGLATAQTAVFFVSQAAEKADIRAKFGLHKETIAVKGCR-NVGK
Bacillus1            116 IPTPEPVFMRQMYA-SYGKANRSTSITFMSQASIERGVAESLGLEKRISPVKNIR-KLSK
Bacillus2            118 IPTPQPVFSRPMFG-SFGRARGTTSITFLSKAAMDLGVHEALGLQKKIAHVKNCR-SISK
Bacillus3            117 IPTPQPVMGRRMYG-TVGDLIHDTNITFMSKSSIQQGVPAKLGLKRRIGTVKNCR-NIGK
Helicobacter2        117 IPTPQPVYYREMFG-HHGKNKFDTNITFVSQAAYKAGIKEELGLDRAAPPVKNCR-NITK
Heliobacter          117 IPTPQPVYYREMFG-HHGKAKFDTNITFVSQVAYENGIKHELGLQRVVLPVKNCR-NITK
Helicobacter1        117 IPTPQPVYYREMFA-HHGKAKYDANITFVSQAAYDKGIKEELGLERQVLPVKNCR-NITK
Thermophilic         117 IPTPQPVLYRPMFA-AKGDAKYQTSITFVSKAAYEKGIHEQLGLKKKVKPVHGIR-KLTK
Streptococcus        117 LPTPQPRIMRKLYG-AYGQAVHETNLTFVSQYAYDHGIKEEIGLNKIVLPVKNTR-NLTK
Lactobacillus        117 LPTPEPVLERFLYG-AEGRAVNHTCVTYVSQYAYDHGIKEQLGLNKTILPVHNTR-SLTK
Clostridium          117 IPTTQPRTMRELFG-LTGKSRQHVNMTFVSTYAYEHNIKEELGLERNVLPVHNVR-TVTK
Ureaplasma           117 IPTCEPVIMRDQFG-TYGRSLTSTSVSFVSKIGLENGIKEEYKLEKELLPVKNCR-SINK
Staphylococcus       117 IPTSEPLKYRKMYG-QLGGNMQGTSMTFVSTTAYENDIGKLLGLKRKLRPVHNIR-KLTK
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Canavalia            175 LDMKLNDALPE-ITVDPESYTVKAD------------------------GKLLC-VSEAT
Glycine              174 RDMKLNDTLPQ-ITVDPETYTVTAD------------------------GEVLT-CTAAK
Solanum              175 LDMKLNDALPD-IKVDPETYTVTAD------------------------GTALT-CPPAT
Arabidopsis          175 LDMKLNDALPE-ITVDPETYVVTAN------------------------GEVLT-CAPAD
Schizosaccharomyces  173 KDMVYNSYMPK-MTVDPEAYTVTAD------------------------GKVME-CEPVD
Coccidioides         173 RDMKFNDIMPK-MRVDPESYVVEAD------------------------GEECT-AEPVS
Cryptococcus         174 KDMKWNDTMPK-MTVDPETYDVRAD------------------------GVLCD-VPPAD
Actinomyces          175 ADMAFNDATPA-LTVDPETYEVTVD------------------------GEKVT-CEPAE
Corynebacterium      175 RDMKLNAEMPD-IRVDPETYQVFVN------------------------GELIT-SKPAE
Mycobacterium        178 TDLPLNDALPS-IEVDPDTFTVRID------------------------GQVWQ-PQPAA
Streptomyces         174 ADMRQNDALPR-VEVAADSFAVTID------------------------GELVE-PAPVT
Synechococcus        175 SALKLNSALPK-VSVDPQTYEVFAD------------------------GELLT-CEPAE
Prochlorococcus      175 LDLKLNNKLPN-ITVDPQTYEVFAD------------------------GVLLS-CEPLE
Synechocystis        175 RDLKLNNYLPH-IEVDPETYEVRAD------------------------GELLT-CEPAS
Rhodobacter1         174 ASMRLNSATPQ-IEVDPETYEVRAD------------------------GEILT-CEPAE
Rhodobacter2         174 ADMKLNAHRPS-IEVNPETYEVRAD------------------------GELLT-CQPLA
Sinorhizobium        176 ASMIHNSLTPH-IEVDPETYEVRAD------------------------GELLT-CEPAT
Proteus1             175 ASMIHNSYVPH-IELEPQTYIVKAD------------------------GVPLV-CEPAT
Proteus2             175 ASMIHNNYVPH-IELDPQTYIVKAD------------------------GVPLV-CEPAT
Vibrio               175 QDMVHNSYTPT-IELDSQTYLVKAD------------------------GIPLV-CEPAT
Klebsiella           175 ADMVHNSLQPN-ITVDAQTYEVRVD------------------------GELIT-SEPAD
Escherichia          175 ADMRHNSLLPD-ITVDSQTYEVRIN------------------------GELIT-SEPAD
Alcaligenes          179 RDMVHNDWQPH-VTVDPETYQVVAD------------------------GQLLT-CEPAT
Pseudomonas          175 TDLIHNGYLPT-IEVDAQNYQVRAD------------------------GQLLW-CEPAD
Bordetella           174 HDMVRNNWLPA-ISVDPQTYQVYAD------------------------GQLLK-CEALA
Deinococcus          172 KDMQLNAETPD-IQVNPETYEVRVN------------------------GELVT-CEPVD
Yersinia1            175 RDLVRNDQTPN-IEVDPETFAVKVD------------------------GVHAT-CEPIA
Yersinia3            175 RDLVRNDQTPN-IEVDPETFAVKVD------------------------GVHAT-CEPIA
Yersinia2            175 HDLVRNDQTPN-IEVDPETFAVKVD------------------------GVHAT-CEPID
Actinobacillus       173 KDLVHNNATPE-ITVDTERYEVRVD------------------------GEHIT-CEPAT
Haemophilus          173 KDLVHNDVTPN-ITVDAERYEVRVD------------------------GELIT-CEPVD
Bacillus1            174 LDMKLNSALPK-IEIDPKTYQVFAD------------------------GEELS-CQPVD
Bacillus2            176 RSMKYNDATPN-IEIDPETYEVKVD------------------------GEMIT-CKPFE
Bacillus3            175 KDMKWNDVTTD-IDINPETYEVKVD------------------------GEVLT-CEPVK
Helicobacter2        175 KDLKFNDVTAH-IDVNPETYKVKVD------------------------GKEVT-SKAAD
Heliobacter          175 KDLKFNDVTAH-IEVNPETYKVKVD------------------------GNEVT-SHAAD
Helicobacter1        175 KDMQFNDTTAH-IEVNPETYHVFVD------------------------GKEVT-SKPAN
Thermophilic         175 KDLILNDKTPK-IDVDPQTYEVKVD------------------------GQLVT-CEPAE
Streptococcus        175 RDMKLNDYAPKTIRIDPQTFDVFID------------------------DELVT-CEPIH
Lactobacillus        175 ANMKLNNYTPKTIEIDPQTYDVKID------------------------GKLIT-CDAAP
Clostridium          175 KDMKFNSETPK-IEIDPLTYDVTVD------------------------GKLIT-CDPAR
Ureaplasma           175 KSMKWNSATPN-LEVDPQTFDAAVDYNDLENWLEQPAAELAKKLKKTANGKYVLXAEPLT
Staphylococcus       175 ADMKNNSATPK-IDVDPQTYEVFVD------------------------GEKIT-SEPAT



17

Canavalia            209 TVPLSRNYFLF---------------
Glycine              208 TVPLSRNYFLF---------------
Solanum              209 TVPLSRNYFLF---------------
Arabidopsis          209 SVPLSRNYFLF---------------
Schizosaccharomyces  207 KLPLSQSYFIF---------------
Coccidioides         207 ELPLTQDYFVY---------------
Cryptococcus         208 KLPLTRRYFVY---------------
Actinomyces          209 VLAMAQRYFLF---------------
Corynebacterium      209 TVPMARRYFLF---------------
Mycobacterium        212 ELPMTQRYFLF---------------
Streptomyces         208 ELPLAQRYFLF---------------
Synechococcus        209 VLPLAQRYLLL---------------
Prochlorococcus      209 EVPMAQKYFLL---------------
Synechocystis        209 VLPMAQRYFLF---------------
Rhodobacter1         208 TLPLAQRYFLY---------------
Rhodobacter2         208 ELPLAQRYFLY---------------
Sinorhizobium        210 VLPMAQRYFLF---------------
Proteus1             209 ELPMAQRYFLF---------------
Proteus2             209 ELPMAQRYFLF---------------
Vibrio               209 ELPMTQRYFLF---------------
Klebsiella           209 VLPMAQRYFLF---------------
Escherichia          209 ILPMAQRYFLF---------------
Alcaligenes          213 ELPMAQRYFLF---------------
Pseudomonas          209 VLPMAQRYFLF---------------
Bordetella           208 ELPMAQRYFLF---------------
Deinococcus          206 ELPLAQKYFLF---------------
Yersinia1            209 TASMNQRYFFG---------------
Yersinia3            209 TASMNQRYFFG---------------
Yersinia2            209 TAAMNQRYFFG---------------
Actinobacillus       207 KVPLAQRYFLF---------------
Haemophilus          207 SVPLGQRYFLF---------------
Bacillus1            208 YVPLGQRYFLF---------------
Bacillus2            210 EVALAQRYFLF---------------
Bacillus3            209 ELPMAQRYFLF---------------
Helicobacter2        209 ELSLAQLYNLF---------------
Heliobacter          209 KLSLAQLYNLF---------------
Helicobacter1        209 KVSLAQLFSIF---------------
Thermophilic         209 IVPMAQRYFLF---------------
Streptococcus        210 TTSLSQRYFLF---------------
Lactobacillus        210 TLPLTQRYYLY---------------
Clostridium          209 ELPLAQRYLYTNLDKINILVYYKKIT
Ureaplasma           234 EAPLAQRYFLF---------------
Staphylococcus       209 ELPLTQRYFLF---------------


